SUPPLEMENTARY FIGURE S1
. Gene expression analysis and validation. Box plot analysis of RTqPCR expression of candidate genes normalized with CD45 in CTCs from advanced NSCLC patients and controls. Horizontal bars represent mean and standard deviation. Significant differences can be found between controls (n=16) and patients (n=42) for the candidate genes (p<0.05).
SUPPLEMENTARY FIGURE S2. Kaplan-Meier curves of validated biomarkers for Overall Survival (OS).
Statistical significance determined by log rank test (p<0.05). 
SUPPLEMENTARY FIGURE S3. EpCAM expression and EpCAM

